0,98

0,99

Pemari_XP_032823418.1_T-box_transcription_factor_TBX2_isoform_X1_[Petromyzon_marinus]

Pemari_XP_032803299.1_T-box_transcription_factor_TBX2-like_isoform_X1_[Petromyzon_marinus]

Sccani_XP_038670610.1_T-box_transcription_factor_TBX2b_isoform_X1_[Scyliorhinus_canicula]

Xetrop_NP_001030291.1_T-box_transcription_factor_TBX2_[Xenopus_tropicalis]
61 ' 0,94
Hosapi_NP_005985.3_T-box_transcription_factor_TBX2_[Homo_sapiens]
1
Dareri_NP_571126.1_T-box_transcription_factor_TBX2b_[Danio_rerio]
1
0,72
Dareri_XP_005165613.1_T-box_2a_isoform_X1_[Danio_rerio]
Sccani_XP_038646804.1_T-box_transcription_factor_TBX3a_[Scyliorhinus_canicula]
1
0,84
Xetrop_NP_001027524.1_T-box_transcription_factor_TBX3_[Xenopus_tropicalis]
— 0,81
Hosapi_NP_005987.3_T-box_transcription_factor_TBX3_isoform_1_[Homo_sapiens]
— 0,47

Dareri_NP_001095140.2_T-box_transcription_factor_TBX3_[Danio_rerio]

Harore.CG.MTP2014.5120.912743.01.p

0,99

Moocci.CG.ELv1l_2.5479065.916818.01.p

0,88

Ciinte_XP_018671909.1_T-box_containing_transcription_factor_isoform_X1_[Ciona_intestinalis]

0,92

|— Brlanc_BLAG01001316_2

0,03

B
Brbelc_XP_019620062.1_PREDICTED_T-box_transcription_factor_TBX2b-like_isoform_X1_[Branchiostoma_belcheri]

Sakowa_NP_001158392.1_T-box_2_3_[Saccoglossus_kowalevskii]

Stpurp_XP_011678443.1_T-box_2_3 protein_isoform_X1_[Strongylocentrotus_purpuratus]

0.6

Dareri_XP_002662050.2_T-box_transcription_factor_TBX3-like_[Danio_rerio]

Phmamm_gi|1834498841|emb|CAB3266860.1|MTP2014.S17.9g00705.01|_T-box_containing_transcription_factor_Tbx2_3_4_5_[Phallusia_mammillata]

Stpurp_XP_797010.4_T-box_transcription_factor_TBX3_isoform_X1_[Strongylocentrotus_purpuratus]



